Microarray Analysis of Hypertension.
Hypertension is a complex disorder in which multiple genes, pathways, and organ systems simultaneously interact to contribute to the final level of blood pressure. Fully elucidating these interactions is an important area of hypertension research and one in which high-throughput methods such as microarrays can play a key role. With recent advances in microarray technology, reliable and accurate quantification of all known mRNA transcripts in a sample is now routinely performed. In addition, with improved statistical methods and publicly available tools and resources, robust analysis of the large amount of data generated from microarray experiments is now achievable for all research laboratories as will be outlined in this review.